102510.txt 

SEQUENCE LISTING 



<110> Gordon, John R. 
Li, Fang 



<120> CXCL8 (3-73)KllR/G3lP IS A HIGH-AFFINITY ANTAGONIST OF 
ELR-CXC CHEMOKINES AND EFFECTIVELY BLOCKS NEUTROPHIL 
RECRUITMENT INTO INFLAMMATORY RESPONSES 

<130> US001/2178/US 

<150> US 60/273,181 

<151> 2001-03-01 

<160> 8 

<170> Patentin version 3.1 

<210> 1 

<211> 72 

<212> PRT 

<213> Bos taurus 

<400> 1 

Thr Glu Leu Arg Cys Gin Cys lie Arg Thr His Ser Thr Pro Phe His 
1 5 10 15 



Pro Lys Phe lie Lys Glu Leu Arg Val lie Glu Ser Pro Pro His Cys 
20 25 30 



Glu Asn Ser Glu lie He Val Lys Leu Thr Asn Gly Asn Glu Val Cys 
35 40 45 



Leu Asn Pro Lys Glu Lys Trp Val Gin Lys Val Val Gin Val Phe Val 
50 55 60 



Lys Arg Ala Glu Lys Gin Asp Pro 
65 70 



<210> 2 

<211> 74 

<212> PRT 

<213> Bos taurus 

<400> 2 

Met Ser Thr Glu Leu Arg Cys Gin Cys He Lys Thr His Ser Thr Pro 
15 10 15 



Phe His Pro Lys Phe He Lys Glu Leu Arg Val He Glu Ser Gly Pro 
20 25 30 



His Cys Glu Asn Ser Glu He He Val Lys Leu Thr Asn Gly Asn Glu 
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35 



40 



102510.txt 
45 



Val Cys Leu Asn Pro Lys Glu Lys Trp Val Gin Lys Val Val Gin Val 
50 55 60 



Phe Val Lys Arg Ala Glu Lys Gin Asp Pro 
65 70 



<210> 3 

<211> 222 

<212> DNA 

<213> Bos taurus 

<220> 

<221> CDS 

<222> (1) . . (222) 

<223> 

<400> 3 

atg agt aca gaa ctt cga tgc caa tgc ata aaa aca cat tec aca cct 48 
Met Ser Thr Glu Leu Arg Cys Gin Cys lie Lys Thr His Ser Thr Pro 
15 10 15 



rjl ttc cac ccc aaa ttt ate aaa gaa ttg aga gtt att gag agt ggg oca 96 
fe^j Phe His Pro Lys Phe He Lys Glu Leu Arg Val He Glu Ser Gly Pro 
20 25 30 



%l cac tgt gaa aat tea gaa ate att gtt aag ctt acc aat gga aac gag 
1:1 His Cys Glu Asn Ser Glu He He Val Lys Leu Thr Asn Gly Asn Glu 
35 40 45 



144 



^zl gtc tgc tta aac ccc aag gaa aag tgg gtg cag aag gtt gtg cag gta 192 
l^il Val Cys Leu Asn Pro Lys Glu Lys Trp Val Gin Lys Val Val Gin Val 
50 55 60 



ttt gtg aag aga get gag aag caa gat eca 222 
Phe Val Lys Arg Ala Glu Lys Gin Asp Pro 
65 70 



<210> 4 

<211> 216 

<212> DNA 

<213> Bos taurus 

<220> 

<221> CDS 

<222> (1)..(216) 

<223> 

<400> 4 

aca gaa ctt cga tgc caa tgc ata aga aca cat tec aca cct ttc cac 48 
Thr Glu Leu Arg Cys Gin Cys He Arg Thr His Ser Thr Pro Phe His 
1.5 10 15 

ccc aaa ttt ate aaa gaa ttg aga gtt att gag agt ecg eca eae tgt 96 
Pro Lys Phe lie Lys Glu Leu Arg Val He Glu Ser Pro Pro His Cys 
20 25 30 

gaa aat tea gaa ate att gtt aag ctt acc aat gga aac gag gtc tgc 144 
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Glu Asn Ser Glu He He Val Lys Leu Thr Asn Gly Asn Glu Val Cys 
35 40 45 

tta aac ccc aag gaa aag tgg gtg cag aag gtt gtg cag gta ttt gtg 192 
Leu Asn Pro Lys Glu Lys Trp Val Gin Lys Val Val Gin Val Phe Val 
50 55 60 

aag aga get gag aag caa gat cca 216 
Lys Arg Ala Glu Lys Gin Asp Pro 
65 70 



<21G> 5 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> upstream primer 

<400> 5 

y^i, cagaacttcg atgccagtgc ataagatcat tttccacacc tttcc 45 

CI <210> 6 

<211> 43 

JJ. <212> DNA 



<213> Artificial Sequence 
<220> 

<223> upstream primer 



s <400> 6 

O gagagttatt gagagtccgc cacactgtga aaattcagaa ate 43 

fcjl <210> 7 

<211> 44 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> upstream primer 
<400> 7 

gagagttatt gagagtgggg gacactgtga aaattcagaa ate 44 



<210> 8 

<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> upstream primer 

<400> 8 

gagagttatt gagagtccgg gacactgtga aaattcagaa ate 
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